SEQUENCE LISTING 

<110> Pennsylvania State University 

<120> METHODS FOR NUCLEIC ACID MANIPULATION 

<130> 7418/87191 (PSU~102 .1) 

<140> 10/125,973 
<141> 2002-04-19 

<150> 60/285,127 
<151> 2001-04-20 

<160> 2 

<170> Patentin version 3,1 

<210> 1 

<211> 30 

<212> DNA 

<213> unknown 

<220> 

<223> Ml3inpl8 plasmid DNA - primer designed to amplify a 3220 base pair 
fragment . 

<400> 1 

tgatacacct attccgggct atacttatat 30 



<210> 2 

<211> 40 

<212> DNA 

<213> unknown 

<220> 

<223> M13mpl8 plasmid DNA - primer designed to amplify a 3220 base pair 
fragment . 

<400> 2 

cgctcaatcg tctgaaatgg attatttaca ttggcagatt 40 



1 



PAGE: 1 VERIFICATION SUMMARY REPORT DATE: 

03/31/2004 

PATENT APPLICATION TIME: 

14:24:14 

INPUT SEQ: C:\Program Files\Uspto\Checker 
\DATAHOLD\PSU102-1 . ST25 . txt 



GENERAL INFORMATION SECTION 



3,<110> Pennsylvania State University 

5,<120> METHODS FOR NUCLEIC ACID MANIPULATION 

7,<130> 7418/87191 (PSU-102.1) 

9,<140> 10/125, 973 

10,<141> 2002-04-19 

12, <150> 60/285,127 

13, <151> 2001-04-20 
15,<160> 2 

17,<170> Patentin version 3.1 
ERRORED LINES SECTION 



STATISTICS SUMMARY 



Application Serial Number: 10/125,973 

Alpha or Niimeric or Xml: Numeric 
Application Class: 

Application File Date: 2002-04-19 
Art Unit: 

Software Application: PatentIN3.1 

Total Number of Sequences: 2 

Total Nucleotides: 70 

Total Amino Acids: 0 

Number of Errors: 0 

Number of Warnings: 0 

Number of Corrections: 0 



PAGE: 1 ERROR LISTING DATE: 

03/31/2004 

PATENT APPLICATION TIME: 

14:24:14 



INPUT SEQ: C:\Prograin Files\Uspto\Checker 
\DATAHOLD\PSU102-1 . ST25 . txt 



